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ATP (Adenosine triphosphate)
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1. Oxidative phosphorylation
2. Substrate phosphorylation

3. Photophosphorylation



1. Oxidative phosphorylation
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3. Photophosphorylation
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NAD® = Nicotinamide adenine dinucleotide
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Cellular respiration

Glucose + 0, —» CO, + H,0 4+ ATP

Anaerobic respiration / Fermentation
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1. Aerobic cellular respiration
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3. msmeneastansey (Electron transport chain (ETC)
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Glycolysis
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Energy Investment Phase
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Pyruvate
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The pathway of
electron transport
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Electron transport chain and oxidative phosphorylation
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Fermentation

(Backup ATP production)

Glycolysis — Pyruvate _actate (animal)
i CO, + alcohol (yeast)
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Fermentation or Anaerobic glycolysis
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2. nszUUNIsHANnsaLaniin (Lactic acid fermentation)
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Fermentation or Anaerobic glycolysis
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Fermentation or Anaerobic slycolysis

® Lactate fermentation
Glucose + 2 ADP + 2 P, —> 2 Lactate + 2 ATP
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Pyruvate as a key junction in catabolism
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